UniprotkB Entry name |organism full name loglcnacscore °9 lcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en(?oplasmlc golgi plasma eXtI.‘acellular
ID sites sites reticulum apparatus membrane region
Q9JMD3 STA10_MOUSE |Mus START 23.627151 NaN S253;5259;5284;5289 (37453647 MEKPAASTEPQGSRPALGRESVQVP |True False 5.0 2.385 1.364 1.083 1.101 1.224 1.282
musculus |[domain- DDQDFRSFRSECEAEVGWNLTYSKA
containing GVSVWVQAVEMDRTLHKIKCRMEC
protein 10 CDVPAETLYDVLHDIEYRKKWDSNV

IETFDIARLTVNADVGYYSWRCPKPL
KNRDVITLRSWLPMGADYIIMNYSV
KHPKYPPRKDLVRAVSIQTGYLIQST
GPKSCVITYLAQVDPKGSLPKWVVN
KSSQFLAPKAMKKMYKACIKYPEWK
QKHQPHFKPWLHPEQSPLPSLALSE
LSVQHADSLENIDESAVTESREERA
GGAGGEGSDDDTSLT




