UniprotKB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extr‘acellular
ID sites sites reticulum apparatus membrane region
Q9JMKO B4GT5_MOUSE Mus Beta-1,4- 29.125745 NaN NaN 39927985 MRARRGLLRLPRRSLLAALFFFSLSS |False False 0.844 |False 1.453 False 4.055 0.609 0.469
musculus |galactosyltransferase SLLYFVYVAPGIVNTYLFMVQAQGIL
5 LRDNVRTIGAQVYEQVVRSAYAKRN

SSLNDSDYPLDLNHSEAFPPTTTFLP
EDFTYFANHPCPERLPSMKGPIDIN
MSEIAMDDIHELFSRDPAIKLGGHW
KPADCVPRWKVAILIPFRNRHEHLP
IVLLRHLLPMLQRQRLQFAFYVIEQV
GTQPFNRAMLFNVGFQEAMKDLD
WDCLIFHDVDHIPESDRNYYGCGQ
MPRHFATKLDKYMYLLPYTEFFGGV
SGLTVEQFRKINGFPNAFWGWGGE
DDDLWNRVQNAGYSVSRPEGDTGK
YKSIPHHHRGEVQFLGRYALLRKSK
ERQGLDGLNNLNYSANVTYDALYK
NITVNLTPELAQVTEY




