UniprotKB Entry name |organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular |cytosol nucleus mitochndrion en(}oplasmlc golgi [plasma extl"acellular

ID name sites sites reticulum apparatus membrane region

QI9NB04 PAT] DROME [Drosophila  |Patj 25.496522 NaN S682 33925313 MHLSADISSALQQIEAVKKGIDESDD [None None None |None None None None None None
melanogaster homolog PKLQMQTAESLSTILGILQDPVFRTIV

HVQDSLSELNAQLAQHPSMLPNDF
DIDVAGNLVLSLNGGEVMYDFDEQR
SSSHSHSAPGSPDKSGGVGEEPRPQ
SQNSKGAGVADLYATDYAQIQAIELV
NDGTGLGFGIIGARNSGVIVKTILPG
GVADKDGRLRSGDHILQIGDVNLHE
MVSEQVAAVLRQSGTHVRLVVARPV
EQSVPTPQYALEPGTAVVPTRVLVDP
IAELERYLISTGYPEIFGESSTASTPQT
TTEDDRFVYRGETSMLIDPNIDLEEL
LALPETEKLQVELKKDANGLGITIAG
[YVCEKEELSGIFVKSVSPGSAADLSG
RIRVNDRIIEVDGQSLQGYSNHQAV
ELLKKSGQVVNLRLERYLRGPKFEQ
LQQAIAANDKLPSSAPGTPSRAPMPT
PVATTSSATTTPSRSITRELEEEALPA
PEAFMTTPPSVTTMTTTTLSSFGAGK
QLVAVRDSLDGSTKIIPTEVVPLADK
TEAKNSGVITRHKYYTDPELSDDAET
EIIRKWQKIVGSDVEVIVAQIKKFAVG
GLGISLEGTVDVEGGREVRPHHYIRS
ILPDGPVGVNGVLRSGDELLEVNGE
RLLGMNHLEVVAILKELPLDVRMVC
GRNRNSSLLPFSDDTLKKLSNNFEN
LLPATDRLVKAKSDGSLATAGSVAD
GDSVAAAAASFSKLKSRSLEPLTGLA
MWSSQPQIIELVKGDRGLGFSILDYQ
DPLDPNDTLIVIRSLVPGGVAQLDGR
LIPGDRLLFVNSINLENASLDQAVQA
LKGASKGVVRIGVAKPLPMTDNSLK
IACSNASTTSEETLDAQPSPPALPTVA

PPAMPPSASMGAEPDLIPDWRN




