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Entry name organism (full name oglcnacscore o'glcnac p'h osphorylation PMIDS sequence intracellular extracellular [cytosol \nucleus mitochndrion Pl ic|golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
QINNW?7 |TRXR2 HUMAN [Homo Thioredoxin [18.61626 NaN NaN 28510447;38665916 MAAMAVALRGLGGRFRWRTQAVAG (True False 4.651 ([2.592  |4.827 2.066 0.964 2.078 2.199

sapiens

reductase 2,
mitochondrial

GVRGAARGAAAGQRDYDLLVVGGGS
GGLACAKEAAQLGRKVAVVDYVEPS
PQGTRWGLGGTCVNVGCIPKKLMH
QAALLGGLIQDAPNYGWEVAQPVPH
DWRKMAEAVQNHVKSLNWGHRVQ
LQDRKVKYFNIKASFVDEHTVCGVA
KGGKEILLSADHIITATGGRPRYPTHI
EGALEYGITSDDIFWLKESPGKTLVV
GASYVALECAGFLTGIGLDTTIMMRS
IPLRGFDQQMSSMVIEHMASHGTR
FLRGCAPSRVRRLPDGQLQVTWEDS
TTGKEDTGTFDTVLWAIGRVPDTRS
LNLEKAGVDTSPDTQKILVDSREATS
VPHIYAIGDVVEGRPELTPIAIMAGRL
LVQRLFGGSSDLMDYDNVPTTVFTP
LEYGCVGLSEEEAVARHGQEHVEVY
HAHYKPLEFTVAGRDASQCYVKMVC
LREPPQLVLGLHFLGPNAGEVTQGF
IALGIKCGASYAQVMRTVGIHPTCSEE
IVVKLRISKRSGLDPTVTGCUG




