UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl."acellular
ID name sites sites reticulum apparatus membrane [region
QINP58 IABCB6_HUMAN Homo ATP- 25.117736 NaN NaN 35083852 MVTVGNYCEAEGPVGPAWMQDGLS [True True 4.392 14.336 [5.0 5.0 4.305 5.0 5.0
sapiens  |binding PCFFFTLVPSTRMALGTLALVLALPC

cassette RRRERPAGADSLSWGAGPRISPYVL

sub- QLLLATLQAALPLAGLAGRVGTARG

family B APLPSYLLLASVLESLAGACGLWLLV

member VERSQARQRLAMGIWIKFRHSPGLL

6 LLWTVAFAAENLALVSWNSPQWW

'WARADLGQQVQFSLWVLRYVVSGG
LFVLGLWAPGLRPQSYTLQVHEEDQ
DVERSQVRSAAQQSTWRDFGRKLR
LLSGYLWPRGSPALQLVVLICLGLM
GLERALNVLVPIFYRNIVNLLTEKAP
WNSLAWTVTSYVFLKFLQGGGTGST
GFVSNLRTFLWIRVQQFTSRRVELLI
FSHLHELSLRWHLGRRTGEVLRIAD
RGTSSVTGLLSYLVENVIPTLADIIIGI
IYFSMFFNAWFGLIVFLCMSLYLTLT
IVVTEWRTKFRRAMNTQENATRARA
VDSLLNFETVKYYNAESYEVERYRE
AIIKYQGLEWKSSASLVLLNQTQNLV
IGLGLLAGSLLCAYFVTEQKLQVGDY
VLFGTYIIQLYMPLNWFGTYYRMIQT
NFIDMENMFDLLKEETEVKDLPGA
GPLRFQKGRIEFENVHFSYADGRET
LQDVSFTVMPGQTLALVGPSGAGKS
TILRLLFRFYDISSGCIRIDGQDISQV
TQASLRSHIGVVPQDTVLFNDTIADN
IRYGRVTAGNDEVEAAAQAAGIHDAI
MAFPEGYRTQVGERGLKLSGGEKQR
VAIARTILKAPGIILLDEATSALDTSN
ERAIQASLAKVCANRTTIVVAHRLST
VVNADQILVIKDGCIVERGRHEALLS
RGGVYADMWQLQQGQEETSEDTKP

QTMER




