UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QINP62 GCM1_HUMAN [Homo Chorion- 18.379595 T64 NaN 30379171 MEPDDFDSEDKEILSWDINDVKLPQ (True False 1.605 |5.0 1.438 1.324 0.736 1.51 1.625

sapiens specific NVKKTDWFQEWPDSYAKHIYSSEDK

transcription
factor GCMa

NAQRHLSSWAMRNTNNHNSRILKK
SCLGVVVCGRDCLAEEGRKIYLRPAI
CDKARQKQQRKRCPNCDGPLKLIPC
RGHGGFPVTNFWRHDGRFIFFQSK
GEHDHPKPETKLEAEARRAMKKVN
TAPSSVSLSLKGSTETRSLPGETQSQ
GSLPLTWSFQEGVQLPGSYSGHLIA
NTPQQNSLNDCFSFSKSYGLGGITD
LTDQTSTVDPMKLYEKRKLSSSRTYS
SGDLLPPSASGVYSDHGDLQAWSKN
IAALGRNHLADNCYSNYPFPLTSWPC
SFSPSQNSSEPFYQQLPLEPPAAKTG
CPPLWPNPAGNLYEEKVHVDFNSYV
QSPAYHSPQEDPFLFTYASHPHQQY
SLPSKSSKWDFEEEMTYLGLDHCN
NDMLLNLCPLR




