UniprotKB Entry name organism full oglcnacscore °9 lenac p‘h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion enﬂloplasmlc golgi plasma extx:acellular
1D name sites sites reticulum apparatus membrane |region
QINP72 RAB18 HUMAN |Homo Ras- 17.826004 NaN S144 38665916 MDEDVLTTLKILIIGESGVGKSSLLLR [None None None |None None None None None None
sapiens |related FTDDTFDPELAATIGVDFKVKTISVD
protein GNKAKLAIWDTAGQERFRTLTPSYY
Rab-18

RGAQGVILVYDVTRRDTFVKLDNWL
NELETYCTRNDIVNMLVGNKIDKEN
REVDRNEGLKFARKHSMLFIEASAK
TCDGVQCAFEELVEKIIQTPGLWESE
NQNKGVKLSHREEGQGGGACGGYC
SVL




