}J];l iprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi - extl:acellular
sites sites reticulum apparatus membrane region
QINP77 SSU72_HUMAN |Homo RNA 19.129548 NaN NaN 34019948 MPSSPLRVAVVCSSNQNRSMEAHN |(True False 4.273 |5.0 2.449 0.753 0.281 1.003 1.019
sapiens |polymerase ILSKRGFSVRSFGTGTHVKLPGPAPD

II subunit A KPNVYDFKTTYDQMYNDLLRKDKEL

C-terminal YTQNGILHMLDRNKRIKPRPERFQN

domain CKDLFDLILTCEERVYDQVVEDLNS

phosphatase REQETCQPVHVVNVDIQDNHEEATL

Ssu72

GAFLICELCQCIQHTEDMENEIDELL
QEFEEKSGRTFLHTVCFY




