}Jl;l iprotKB Entry name |organism full loglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular [cytosol [nucleus [mitochndrion | . .. ic|golgi plasma ext1:a|
name sites sites reticulum |apparatus membrane regio
QINP79 IVTA1_HUMAN |Homo 'Vacuolar |7.92898 S258 NaN 34229054;38665916;34019948;303 |MAALAPLPPLPAQFKSIQHHLRTAQ (True False 4.63 4.311  [2.023 False False False 4.0
sapiens  [protein 79171;37217939;40596516;293519 [EHDKRDPVVAYYCRLYAMQTGMKID
sorting- 28 SKTPECRKFLSKLMDQLEALKKQLG
associated DNEAITQEIVGCAHLENYALKMFLY
protein ADNEDRAGRFHKNMIKSFYTASLLI
'VTA1 DVITVFGELTDENVKHRKYARWKAT
homolog YIHNCLKNGETPQAGPVGIEEDNDIE

ENEDAGAASLPTQPTQPSSSSTYDPS
NMPSGNYTGIQIPPGAHAPANTPAE
VPHSTGVASNTIQPTPQTIPAIDPALF
NTISQGDVRLTPEDFARAQKYCKYA
GSALQYEDVSTAVQNLQKALKLLTT
GRE




