UniprotKB Entry name |organism [full name oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi plasma X

ID sites sites reticulum |apparatus membrane re

QINP81 SYSM_HUMAN |Homo Serine--tRNA [22.293229 S184 NaN 23301498;37217939;40596516;293 [MAASMARRLWPLLTRRGFRPRGGCI [True False 3.263 |False [4.482 False False False Fe
sapiens ligase, 51928;28510447 SNDSPRRSFTTEKRNRNLLYEYARE

mitochondrial

GYSALPQLDIERFCACPEEAAHALEL
RKGELRSADLPAIISTWQELRQLQEQ
IRSLEEEKAAVTEAVRALLANQDSGE
VQQDPKYQGLRARGREIRKELVHLY
PREAQLEEQFYLQALKLPNQTHPDV
PVGDESQARVLHMVGDKPVFSFQP
RGHLEIGEKLDIIRQKRLSHVSGHRS
YYLRGAGALLQHGLVNFTFNKLLRR
GFTPMTVPDLLRGAVFEGCGMTPN
ANPSQIYNIDPARFKDLNLAGTAEVG
LAGYFMDHTVAFRDLPVRMVCSSTC
YRAETNTGQEPRGLYRVHHFTKVE
MFGVTGPGLEQSSQLLEEFLSLQME
ILTELGLHFRVLDMPTQELGLPAYRK
FDIEAWMPGRGRFGEVTSASNCTDF
QSRRLHIMFQTEAGELQFAHTVNAT
ACAVPRLLIALLESNQQKDGSVLVPP
ALQSYLGTDRITAPTHVPLQYIGPNQ
PRKPGLPGQPAVS




