UniprotkB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi
ID sites sites reticulum |apparat:
QINPF4  |OSGEP_HUMAN [Homo tRNA N6-adenosine 27.712836 T77 NaN 40914422;40596516;28510447;382 MPAVLGFEGSANKIGVGVVRDGKVL [True True 4.631 |5.0 1.965 1.644 1.239

sapiens

threonylcarbamoyltransferase

53038

IANPRRTYVTPPGTGFLPGDTARHHR
IAVILDLLQEALTESGLTSQDIDCIAYT
KGPGMGAPLVSVAVVARTVAQLWN
KPLVGVNHCIGHIEMGRLITGATSPT
[VLYVSGGNTQVIAYSEHRYRIFGETI
DIAVGNCLDRFARVLKISNDPSPGYN
IEQMAKRGKKLVELPYTVKGMDVSF
SGILSFIEDVAHRMLATGECTPEDLC
FSLQETVFAMLVEITERAMAHCGSQ
EALIVGGVGCNVRLQEMMATMCQE
RGARLFATDERFCIDNGAMIAQAGW
EMFRAGHRTPLSDSGVTQRYRTDEV
EVTWRD




