UniprotkB Entry name |organism full oglcnacscore °9 lcnac|r o 10rylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane |region
QINPH2 [(INO1_HUMAN Homo Inositol-3- [26.109877 NaN S279;S357 34229054;23301498 MEAAAQFFVESPDVVYGPEAIEAQY (True False 4.783 |2.657 1.735 2.293 1.225 1.868 1.674
sapiens [phosphate EYRTTRVSREGGVLKVHPTSTRFTFR
synthase TARQVPRLGVMLVGWGGNNGSTLT

AAVLANRLRLSWPTRSGRKEANYYG
SLTQAGTVSLGLDAEGQEVFVPFSA
VLPMVAPNDLVFDGWDISSLNLAEA
MRRAKVLDWGLQEQLWPHMEALR
PRPSVYIPEFIAANQSARADNLIPGSR
AQQLEQIRRDIRDFRSSAGLDKVIVL
'WTANTERFCEVIPGLNDTAENLLRTI
ELGLEVSPSTLFAVASILEGCAFLNG
SPQNTLVPGALELAWQHRVFVGGD
DFKSGQTKVKSVLVDFLIGSGLKTM
SIVSYNHLGNNDGENLSAPLQFRSK
EVSKSNVVDDMVQSNPVLYTPGEEP
DHCVVIKYVPYVGDSKRALDEYTSEL
MLGGTNTLVLHNTCEDSLLAAPIML
DLALLTELCQRVSFCTDMDPEPQTF
HPVLSLLSFLFKAPLVPPGSPVVNAL
FRQRSCIENILRACVGLPPQNHMLL
EHKMERPGPSLKRVGPVAATYPML
NKKGPVPAATNGCTGDANGHLQEE
PPMPTT




