}J];l iprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion en(.ioplasmlc golgi : extl:acellular
sites sites reticulum apparatus membrane region
QINQ11 IAT132_HUMAN |Homo Polyamine- [26.094059 NaN S151 30444036 [MSADSSPLVGSTPTGYGTLTIGTSID |False False 2.132 [1.922 |2.597 2.18 2.003 3.795 1.966
sapiens |[transporting PLSSSVSSVRLSGYCGSPWRVIGYHV
|ATPase IVVWMMAGIPLLLFRWKPLWGVRLR
13A2 LRPCNLAHAETLVIEIRDKEDSSWQL

FTVQVQTEAIGEGSLEPSPQSQAED
GRSQAAVGAVPEGAWKDTAQLHKS
EEAVSVGQKRVLRYYLFQGQRYIWIE
TQQAFYQVSLLDHGRSCDDVHRSR
HGLSLQDQMVRKAIYGPNVISIPVKS
YPQLLVDEALNPYYGFQAFSIALWLA
DHYYWYALCIFLISSISICLSLYKTRK
QSQTLRDMVKLSMRVCVCRPGGEE
EWVDSSELVPGDCLVLPQEGGLMP
CDAALVAGECMVNESSLTGESIPVL
KTALPEGLGPYCAETHRRHTLFCGT
LILQARAYVGPHVLAVVTRTGFCTAK
GGLVSSILHPRPINFKFYKHSMKFVA
ALSVLALLGTIYSIFILYRNRVPLNEIV
IRALDLVTVVVPPALPAAMTVCTLYA
QSRLRRQGIFCIHPLRINLGGKLQLV
CFDKTGTLTEDGLDVMGVVPLKGQA
FLPLVPEPRRLPVGPLLRALATCHAL
SRLQDTPVGDPMDLKMVESTGWVL
EEEPAADSAFGTQVLAVMRPPLWEP
QLQAMEEPPVPVSVLHRFPFSSALQ
RMSVVVAWPGATQPEAYVKGSPELV
IAGLCNPETVPTDFAQMLQSYTAAGY
RVVALASKPLPTVPSLEAAQQLTRDT
VEGDLSLLGLLVMRNLLKPQTTPVIQ
IALRRTRIRAVMVTGDNLQTAVTVAR
GCGMVAPQEHLIIVHATHPERGQPA
SLEFLPMESPTAVNGVKDPDQAASY
TVEPDPRSRHLALSGPTFGIIVKHFP
KLLPKVLVQGTVFARMAPEQKTELV
CELQKLQYCVGMCGDGANDCGALK
IAADVGISLSQAEASVVSPFTSSMASI
ECVPMVIREGRCSLDTSFSVFKYMA
LYSLTQFISVLILYTINTNLGDLQFLAI
DLVITTTVAVLMSRTGPALVLGRVRP
PGALLSVPVLSSLLLQMVLVTGVQL
GGYFLTLAQPWFVPLNRTVAAPDNL
PNYENTVVFSLSSFQYLILAAAVSKG
IAPFRRPLYTNVPFLVALALLSSVLVG
LVLVPGLLQGPLALRNITDTGFKLLL
LGLVTLNFVGAFMLESVLDQCLPAC
LRRLRPKRASKKRFKQLERELAEQP
'WPPLPAGPLR




