UniprotKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane region
QINQ36 SCUB2_HUMAN [Homo Signal 19.994096 NaN NaN 37217939 MGVAGRNRPGAAWAVLLLLLLLPPL |[None None None |None None None None None None
sapiens [peptide, LLLAGAVPPGRGRAAGPQEDVDECA

CUB and QGLDDCHADALCQNTPTSYKCSCKP

EGF-like GYQGEGRQCEDIDECGNELNGGCV

domain- HDCLNIPGNYRCTCFDGFMLAHDG

containing HNCLDVDECLENNGGCQHTCVNV

protein 2 MGSYECCCKEGFFLSDNQHTCIHRS

EEGLSCMNKDHGCSHICKEAPRGS
IVACECRPGFELAKNQRDCILTCNHG
NGGCQHSCDDTADGPECSCHPQYK
MHTDGRSCLEREDTVLEVTESNTTS
'VVDGDKRVKRRLLMETCAVNNGGC
DRTCKDTSTGVHCSCPVGFTLQLDG
KTCKDIDECQTRNGGCDHFCKNIVG
SFDCGCKKGFKLLTDEKSCQDVDEC
SLDRTCDHSCINHPGTFACACNRGY
TLYGFTHCGDTNECSINNGGCQQVC
VNTVGSYECQCHPGYKLHWNKKDC
VEVKGLLPTSVSPRVSLHCGKSGGG
DGCFLRCHSGIHLSSDVTTIRTSVTF
KLNEGKCSLKNAELFPEGLRPALPE
KHSSVKESFRYVNLTCSSGKQVPGA
PGRPSTPKEMFITVEFELETNQKEVT
IASCDLSCIVKRTEKRLRKAIRTLRKA
VHREQFHLQLSGMNLDVAKKPPRT
SERQAESCGVGQGHAENQCVSCRA
GTYYDGARERCILCPNGTFQNEEGQ
MTCEPCPRPGNSGALKTPEAWNMS
ECGGLCQPGEYSADGFAPCQLCALG
TFQPEAGRTSCFPCGGGLATKHQGA
TSFQDCETRVQCSPGHFYNTTTHRC
IRCPVGTYQPEFGKNNCVSCPGNTT
TDFDGSTNITQCKNRRCGGELGDFT
GYIESPNYPGNYPANTECTWTINPPP
KRRILIVVPEIFLPIEDDCGDYLVMRK
TSSSNSVTTYETCQTYERPIAFTSRS
KKLWIQFKSNEGNSARGFQVPYVTY
DEDYQELIEDIVRDGRLYASENHQEI
LKDKKLIKALFDVLAHPQNYFKYTAQ
ESREMFPRSFIRLLRSKVSRFLRPYK




