
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9NQR1 KMT5A_HUMAN Homo
sapiens

N-lysine
methyltransferase
KMT5A

30.049396 S278 S100;T181 40596516;30620550 MGEGGAAAALVAAAAAAAAAAAAVV
AGQRRRRLGRRARCHGPGRAAGGK
MSKPCAVEAAAAAVAATAPGPEMVE
RRGPGRPRTDGENVFTGQSKIYSYM
SPNKCSGMRFPLQEENSVTHHEVK
CQGKPLAGIYRKREEKRNAGNAVRS
AMKSEEQKIKDARKGPLVPFPNQKS
EAAEPPKTPPSSCDSTNAAIAKQALK
KPIKGKQAPRKKAQGKTQQNRKLTD
FYPVRRSSRKSKAELQSEERKRIDEL
IESGKEEGMKIDLIDGKGRGVIATKQ
FSRGDFVVEYHGDLIEITDAKKREAL
YAQDPSTGCYMYYFQYLSKTYCVDA
TRETNRLGRLINHSKCGNCQTKLHD
IDGVPHLILIASRDIAAGEELLYDYGD
RSKASIEAHPWLKH

True False 4.244 4.723 0.703 0.469 False False False


