RIWSAGCCCRYRGWQGRLRFARKPF
CVIDTIVLIASIAVVSAKTQGNIFATSA
LRSLRFLQILRMVRMDRRGGTWKLL
GSVVYAHSKELITAWYIGFLVLIFSSF
LVYLVEKDANKEFSTYADALWWGTI
TLTTIGYGDKTPLTWLGRLLSAGFAL
LGISFFALPAGILGSGFALKVQEQHR
QKHFEKRRNPAANLIQCVWRSYAAD
EKSVSIATWKPHLKALHTCSPTKKE
QGEASSSQKLSFKERVRMASPRGQS
IKSRQASVGDRRSPSTDITAEGSPTK
VQKSWSFNDRTRFRPSLRLKSSQPK
PVIDADTALGTDDVYDEKGCQCDVS
VEDLTPPLKTVIRAIRIMKFHVAKRK
FKETLRPYDVKDVIEQYSAGHLDML
CRIKSLQTRVDQILGKGQITSDKKSR
EKITAEHETTDDLSMLGRVVKVEKQ
VQSIESKLDCLLDIYQQVLRKGSASA
LALASFQIPPFECEQTSDYQSPVDSK
DLSGSAQNSGCLSRSTSANISRGLQ
FILTPNEFSAQTFYALSPTMHSQATQ
VPISQSDGSAVAATNTIANQINTAPK
PAAPTTLQIPPPLPAIKHLPRPETLHP
NPAGLQESISDVTTCLVASKENVQV
AQSNLTKDRSMRKSFDMGGETLLS
VCPMVPKDLGKSLSVQNLIRSTEEL
NIQLSGSESSGSRGSQDFYPKWRES
KLFITDEEVGPEETETDTFDAAPQPA
REAAFASDSLRTGRSRSSQSICKAGE
STDALSLPHVKLK

UniprotKB Entry name organism full oglcnacscore o'glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus jmitochndrion en(?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
QINR82 KCNQ5_HUMAN [Homo Potassium |22.903221 S20 S88;5447;S831 38253038 MPRHHAGGEEGGAAGLWVKSGAAA |False True 1.623 |2.348 [1.394 1.419 0.823 5.0 1.666
sapiens |voltage- AAAGGGRLGSGMKDVESGRGRVLL

gated NSAAARGDGLLLLGTRAATLGGGGG

channel GLRESRRGKQGARMSLLGKPLSYTS

subfamily SQSCRRNVKYRRVQNYLYNVLERPR

KQT GWAFIYHAFVFLLVFGCLILSVFSTIP

member 5 EHTKLASSCLLILEFVMIVVFGLEFII




