UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular jextracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
QINRF8 PYRG2_HUMAN Homo CTP 21.366884 NaN S568;S571;S574 (28510447 |MKYILVTGGVISGIGKGIIASSIGTILK |None None None [None None None None None None
sapiens |synthase SCGLRVTAIKIDPYINIDAGTFSPYEH
2 GEVFVLNDGGEVDLDLGNYERFLDI

NLYKDNNITTGKIYQHVINKERRGD
YLGKTVQVVPHITDAVQEWVMNOQA
KVPVDGNKEEPQICVIELGGTIGDIE
GMPFVEAFRQFQFKAKRENFCNIHV
SLVPQLSATGEQKTKPTQNSVRALR
GLGLSPDLIVCRSSTPIEMAVKEKIS
MFCHVNPEQVICIHDVSSTYRVPVLL
EEQSIVKYFKERLHLPIGDSASNLLF
KWRNMADRYERLQKICSIALVGKYT
KLRDCYASVFKALEHSALAINHKLN
LMYIDSIDLEKITETEDPVKFHEAWQ
KLCKADGILVPGGFGIRGTLGKLQAI
SWARTKKIPFLGVCLGMQLAVIEFA
RNCLNLKDADSTEFRPNAPVPLVID
MPEHNPGNLGGTMRLGIRRTVFKT
ENSILRKLYGDVPFIEERHRHRFEVN
PNLIKQFEQNDLSFVGQDVDGDRM
EIIELANHPYFVGVQFHPEFSSRPMK
PSPPYLGLLLAATGNLNAYLQQGCK
LSSSDRYSDASDDSFSEPRIAELEIS




