endoplasmic |golgi plasma extracellular

UniprotKB Entry name organism (full name oglcnacscore o.glcnac b OSPROTY lation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion . .
ID sites sites reticulum apparatus membrane region
QI9NRG4 SMYD2 _HUMAN |Homo N-lysine 18.379595 NaN S283 30379171 MRAEGLGGLERFCSPGKGRGLRAL |[None None None [None None None None None None
sapiens methyltransferase QPFQVGDLLFSCPAYAYVLTVNERG
SMYD2 NHCEYCFTRKEGLSKCGRCKQAFYC

NVECQKEDWPMHKLECSPMVVFGE
NWNPSETVRLTARILAKQKIHPERTP
SEKLLAVKEFESHLDKLDNEKKDLI
QSDIAALHHFYSKHLGFPDNDSLVV
LFAQVNCNGFTIEDEELSHLGSAIFP
DVALMNHSCCPNVIVTYKGTLAEVR
AVQEIKPGEEVFTSYIDLLYPTEDRN
DRLRDSYFFTCECQECTTKDKDKAK
VEIRKLSDPPKAEAIRDMVRYARNVI
EEFRRAKHYKSPSELLEICELSQEK
MSSVFEDSNVYMLHMMYQAMGVC
LYMQDWEGALQYGQKIIKPYSKHYP
LYSLNVASMWLKLGRLYMGLEHKA
AGEKALKKAJAIMEVAHGKDHPYISE
IKQEIESH




