
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum

0

Q9NRM7 LATS2_HUMAN Homo
sapiens

Serine/threonine-
protein	kinase
LATS2

24.301307 T168;S277;S340;S342;S346;T431;T
433;T436

S83;T279;S380;S576;T1041 30379171;32513743;29351928 MRPKTFPATTYSGNSRQRLQEIREG
LKQPSKSSVQGLPAGPNSDTSLDAK
VLGSKDATRQQQQMRATPKFGPYQ
KALREIRYSLLPFANESGTSAAAEVN
RQMLQELVNAGCDQEMAGRALKQT
GSRSIEAALEYISKMGYLDPRNEQIV
RVIKQTSPGKGLMPTPVTRRPSFEGT
GDSFASYHQLSGTPYEGPSFGADGP
TALEEMPRPYVDYLFPGVGPHGPGH
QHQHPPKGYGASVEAAGAHFPLQG
AHYGRPHLLVPGEPLGYGVQRSPSF
QSKTPPETGGYASLPTKGQGGPPGA
GLAFPPPAAGLYVPHPHHKQAGPAA
HQLHVLGSRSQVFASDSPPQSLLTP
SRNSLNVDLYELGSTSVQQWPAATL
ARRDSLQKPGLEAPPRAHVAFRPDC
PVPSRTNSFNSHQPRPGPPGKAEPS
LPAPNTVTAVTAAHILHPVKSVRVLR
PEPQTAVGPSHPAWVPAPAPAPAPA
PAPAAEGLDAKEEHALALGGAGAFP
LDVEYGGPDRRCPPPPYPKHLLLRSK
SEQYDLDSLCAGMEQSLRAGPNEPE
GGDKSRKSAKGDKGGKDKKQIQTSP
VPVRKNSRDEEKRESRIKSYSPYAFK
FFMEQHVENVIKTYQQKVNRRLQLE
QEMAKAGLCEAEQEQMRKILYQKE
SNYNRLKRAKMDKSMFVKIKTLGIG
AFGEVCLACKVDTHALYAMKTLRKK
DVLNRNQVAHVKAERDILAEADNE
WVVKLYYSFQDKDSLYFVMDYIPGG
DMMSLLIRMEVFPEHLARFYIAELT
LAIESVHKMGFIHRDIKPDNILIDLD
GHIKLTDFGLCTGFRWTHNSKYYQK
GSHVRQDSMEPSDLWDDVSNCRCG
DRLKTLEQRARKQHQRCLAHSLVGT
PNYIAPEVLLRKGYTQLCDWWSVGV
ILFEMLVGQPPFLAPTPTETQLKVIN
WENTLHIPAQVKLSPEARDLITKLCC
SADHRLGRNGADDLKAHPFFSAIDF
SSDIRKQPAPYVPTISHPMDTSNFDP
VDEESPWNDASEGSTKAWDTLTSP
NNKHPEHAFYEFTFRRFFDDNGYPF
RCPKPSGAEASQAESSDLESSDLVD
QTEGCQPVYV

True False 5.0 5.0 1.858 1.484


