UniprotKB Entry name organism full name oglcnacscore oglcnac p h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion e“‘?"" lasmic golgi plasma extr‘acellular
ID sites sites reticulum apparatus membrane region
QINRN7 |ADPPT HUMAN |[Homo L-aminoadipate- 19.129548 NaN S258 34019948  MVFPAKRFCLVPSMEGVRWAFSCG [True False 5.0 2.894 (3.333 1.245 0.836 1.742 4.301
sapiens |semialdehyde TWLPSRAEWLLAVRSIQPEEKERIGQ
dehydrogenase- FVFARDAKAAMAGRLMIRKLVAEKL
phosphopantetheinyl NIPWNHIRLQRTAKGKPVLAKDSSN
transferase PYPNFNFNISHQGDYAVLAAEPELQ

'VGIDIMKTSFPGRGSIPEFFHIMKRK
FTNKEWETIRSFKDEWTQLDMFYR
NWALKESFIKAIGVGLGFELQRLEFD
LSPLNLDIGQVYKETRLFLDGEEEKE
'WAFEESKIDEHHFVAVALRKPDGSR
HQDVPSQDDSKPTQRQFTILNFNDL
MSSAVPMTPEDPSFWDCFCFTEEIP
IRNGTKS




