UniprotKB Entry name |organism full name |oglcnacscore o‘glcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em‘ioplasmlc golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane |region
QINRR4 RNC_HUMAN Homo Ribonuclease [26.147272 T1186 |S355;S373 39531497 MMQGNTCHRMSFHPGRGCPRGRG (True False 4.618 |4.859 |2.835 2.285 1.574 2.359 2.64
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HHNFPPPSFNSFQNNPSSFLPSAN
NSSSPHFRHLPPYPLPKAPSERRSPE
RLKHYDDHRHRDHSHGRGERHRSL
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DKNEEEEEELLKPVWIRCTHSENYY
SSDPMDQVGDSTVVGTSRLRDLYDK
FEEELGSRQEKAKAARPPWEPPKTK
LDEDLESSSESECESDEDSTCSSSS
DSEVFDVIAEIKRKKAHPDRLHDEL
WYNDPGQMNDGPLCKCSAKARRTG
IRHSIYPGEEAIKPCRPMTNNAGRLF
HYRITVSPPTNFLTDRPTVIEYDDHE
YIFEGFSMFAHAPLTNIPLCKVIRFNI
DYTIHFIEEMMPENFCVKGLELFSL
FLFRDILELYDWNLKGPLFEDSPPC
CPRFHFMPRFVRFLPDGGKEVLSM
HQILLYLLRCSKALVPEEEIANMLQ
WEELEWQKYAEECKGMIVTNPGTK
PSSVRIDQLDREQFNPDVITFPIIVHF
GIRPAQLSYAGDPQYQKLWKSYVKL
RHLLANSPKVKQTDKQKLAQREEAL
QKIRQKNTMRREVTVELSSQGFWKT
GIRSDVCQHAMMLPVLTHHIRYHQ
CLMHLDKLIGYTFQDRCLLQLAMTH
PSHHLNFGMNPDHARNSLSNCGIR
QPKYGDRKVHHMHMRKKGINTLINI
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DSIMQLVATEYLFIHFPDHHEGHLT
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ITNDKTKRPVALRTKTLADLLESFIAA
LYIDKDLEYVHTFMNVCFFPRLKEFI
LNQDWNDPKSQLQQCCLTLRTEGK
EPDIPLYKTLQTVGPSHARTYTVAVY
FKGERIGCGKGPSIQQAEMGAAMDA
LEKYNFPQMAHQKRFIERKYRQELK
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