UniprotKB Entry name  |organism full oglcnacscore oglcnac phosphorylation |,y 1y sequence intracellular [extracellular cytosol nucleus|mitochndrion |* .. golgi [plasma |extracellula
D name sites  [sites reticulum |apparatus|membrane [region
QINRV9 HEBP1 _HUMAN [Homo Heme- [18.667072 NaN NaN 34725712;36580660;38665916 MLGMIKNSLFGSVETWPWQVLSKG |False False 2.224 |1.126 1.436 1.044 0.871 0.924 4.157
sapiens binding DKEEVAYEERACEGGKFATVEVTDK
protein

1

PVDEALREAMPKVAKYAGGTNDKGI
GMGMTVPISFAVFPNEDGSLQKKLK
IVWFRIPNQFQSDPPAPSDKSVKIEER
EGITVYSMQFGGYAKEADYVAQATR

LRAALEGTATYRGDIYFCTGYDPPMK

PYGRRNEIWLLKT




