}Jl;l iprotKB Entry name organism full oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol [nucleus mitochndrion enc:!oplasmlc golgi plasma extr_acellula]
name sites sites reticulum |apparatus membrane region
QINRW1 |RAB6B_HUMAN [Homo Ras- [19.829833 NaN NaN 36580660;33214551;34019948 MSAGGDFGNPLRKFKLVFLGEQSV |False True 3.993 [2.248 [1.278 1.356 5.0 1.351 1.145
sapiens [related GKTSLITRFMYDSFDNTYQATIGIDF
protein LSKTMYLEDRTVRLQLWDTAGQERF
Rab- RSLIPSYIRDSTVAVVVYDITNLNSFQ
6B QTSKWIDDVRTERGSDVIIMLVGNK

TDLADKRQITIEEGEQRAKELSVMFI
ETSAKTGYNVKQLFRRVASALPGME
NVQEKSKEGMIDIKLDKPQEPPASE
GGCSC




