UniprotKB

Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi plasma extr_aC(
ID mame sites sites reticulum |apparatus membrane [region
QINRX1 PNO1_HUMAN Homo RNA- [22.177269 S70;S128 [NaN 23301498;30379171;40596516;362 [MESEMETQSARAEEGFTQVTRKGG ([True False 4.588 |5.0 0.946 0.763 False 1.006 0.642
sapiens  |binding 40223;40914422;35132862;285104 [RRAKKRQAEQLSAAGEGGDAGRMD
protein 47 TEEARPAKRPVFPPLCGDGLLSGKE
PNO1

ETRKIPVPANRYTPLKENWMKIFTPI
IVEHLGLQIRFNLKSRNVEIRTCKETK
DVSALTKAADFVKAFILGFQVEDALA
LIRLDDLFLESFEITDVKPLKGDHLS
RAIGRIAGKGGKTKFTIENVTRTRIVL
IADVKVHILGSFQNIKMARTAICNLIL

GNPPSKVYGNIRAVASRSADRF




