UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular [cytosol nucleus mitochndrion em-ioplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
QINRY2 SOSSC_HUMAN |Homo SOSS  |24.627021 NaN S50 37217939;39894887 MAANSSGQGFQNKNRVAILAELDK (True False False |[5.0 1.482 False False False False
sapiens complex EKRKLLMQNQSSTNHPGASIALSRP
subunit SLNKDFRDHAEQQHIAAQQKAALQ
C HAHAHSSGYFITQDSAFGNLILPVLP
RLDPE




