}Jl;l iprotKB Entry name lorganism full oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma ex
name sites reticulum |apparatus membrane re
QINS56 TOPRS_HUMAN [Homo E3 19.376537 NaN S98;5194;5499;S585;S718;5734;S8 |28411811;30379171 MGSQPPLGSPLSREEGEAPPPAPAS (None None None [None |None None None None Nc
sapiens  [ubiquitin- 64;5866;5912;5914;51028 EGRRRSRRVRLRGSCRHRPSFLGCR
protein ELAASAPARPAPASSEIMASAAKEFK
ligase MDNFSPKAGTSKLQQTVPADASPDS
Topors KCPICLDRFDNVSYLDRCLHKFCFR

CVQEWSKNKAECPLCKQPFDSIFHS
VRAEDDFKEYVLRPSYNGSFVTPDR
RFRYRTTLTRERNASVYSPSGPVNR
RTTTPPDSGVLFEGLGISTRPRDVEIP
QFMRQIAVRRPTTADERSLRKIQEQ
DIINFRRTLYRAGARVRNIEDGGRYR
DISAEFFRRNPACLHRLVPWLKREL
TVLEGAHGSLVNIVQHIIMSNVTRYD
LESQAFVSDLRPFLLNRTEHFIHEFI
SFARSPFNMAAFDQHANYDCPAPSY
EEGSHSDSSVITISPDEAETQELDIN
VATVSQAPWDDETPGPSYSSSEQVH
VTMSSLLNTSDSSDEELVTGGATSQI
QGVQTNDDLNNDSDDSSDNCVIVG
FVKPLAERTPELVELSSDSEDLGSYE
KMETVKTQEQEQSYSSGDSDVSRCS
SPHSVLGKDEQINKGHCDSSTRIKS
KKEEKRSTSLSSPRNLNSSVRGDRV
YSPYNHRHRKRGRSRSSDSRSQSRS
GHDQKNHRKHHGKKRMKSKRSRS
RESSRPRGRRDKKRSRTRDSSWSRR
SQTLSLSSESTSRSRSRSSDHGKRRS
RSRNRDRYYLRNNYGSRYKWEYTYY
SRNKDRDGYESSYRRRTLSRAHYSR
QSSSPEFRVQSFSERTNARKKNNHS
ERKYYYYERHRSRSLSSNRSRTASTG
TDRVRNEKPGGKRKYKTRHLEGTNE
'VAQPSREFASKAKDSHYQKSSSKLD
GNYKNESDTFSDSRSSDRETKHKRR
KRKTRSLSVEIVYEGKATDTTKHHKK
KKKKHKKKHKKHHGDNASRSPVVIT
IDSDSDKDSEVKEDTECDNSGPQDP
LQNEFLAPSLEPFETKDVVTIEAEFG
VLDKECDIATLSNNLNNANKTVDNI
PPLAASVEQTLDVREESTFVSDLEN
QPSNIVSLQTEPSRQLPSPRTSLMSV
CLGRDCDMS




