UniprotKB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion ent?oplasmlc golgi plasma extr.'acellular
ID sites sites reticulum apparatus membrane region
QINS75 CLTR2_HUMAN [Homo Cysteinyl [28.275761 NaN NaN 39894887 MERKFMSLQPSISVSEMEPNGTFSN [False True 1.665 [2.078 [1.265 1.242 0.707 5.0 2.08
sapiens leukotriene NNSRNCTIENFKREFFPIVYLIIFFW
receptor 2 GVLGNGLSIYVFLQPYKKSTSVNVF

MLNLAISDLLFISTLPFRADYYLRGS
NWIFGDLACRIMSYSLYVNMYSSIYF
LTVLSVVRFLAMVHPFRLLHVTSIRS
AWILCGIIWILIMASSIMLLDSGSEQ
NGSVTSCLELNLYKIAKLQTMNYIAL
VVGCLLPFFTLSICYLLIIRVLLKVEVP
ESGLRVSHRKALTTIIITLIIFFLCFLP
YHTLRTVHLTTWKVGLCKDRLHKAL
VITLALAAANACFNPLLYYFAGENFK
DRLKSALRKGHPQKAKTKCVFPVSV
WLRKETRV




