
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q9NS87 KIF15_HUMAN Homo
sapiens

Kinesin-
like
protein
KIF15

30.590367 NaN T399;S568;S1141;S1169 28411811;39894887;23301498 MAPGCKTELRSVTNGQSNQPSNEG
DAIKVFVRIRPPAERSGSADGEQNLC
LSVLSSTSLRLHSNPEPKTFTFDHVA
DVDTTQESVFATVAKSIVESCMSGY
NGTIFAYGQTGSGKTFTMMGPSESD
NFSHNLRGVIPRSFEYLFSLIDREKE
KAGAGKSFLCKCSFIEIYNEQIYDLL
DSASAGLYLREHIKKGVFVVGAVEQ
VVTSAAEAYQVLSGGWRNRRVASTS
MNRESSRSHAVFTITIESMEKSNEIV
NIRTSLLNLVDLAGSERQKDTHAEG
MRLKEAGNINRSLSCLGQVITALVD
VGNGKQRHVCYRDSKLTFLLRDSLG
GNAKTAIIANVHPGSRCFGETLSTLN
FAQRAKLIKNKAVVNEDTQGNVSQL
QAEVKRLKEQLAELASGQTPPESFLT
RDKKKTNYMEYFQEAMLFFKKSEQ
EKKSLIEKVTQLEDLTLKKEKFIQSN
KMIVKFREDQIIRLEKLHKESRGGFL
PEEQDRLLSELRNEIQTLREQIEHHP
RVAKYAMENHSLREENRRLRLLEPV
KRAQEMDAQTIAKLEKAFSEISGME
KSDKNQQGFSPKAQKEPCLFANTEK
LKAQLLQIQTELNNSKQEYEEFKELT
RKRQLELESELQSLQKANLNLENLL
EATKACKRQEVSQLNKIHAETLKIIT
TPTKAYQLHSRPVPKLSPEMGSFGS
LYTQNSSILDNDILNEPVPPEMNEQ
AFEAISEELRTVQEQMSALQAKLDE
EEHKNLKLQQHVDKLEHHSTQMQE
LFSSERIDWTKQQEELLSQLNVLEK
QLQETQTKNDFLKSEVHDLRVVLHS
ADKELSSVKLEYSSFKTNQEKEFNK
LSERHMHVQLQLDNLRLENEKLLE
SKACLQDSYDNLQEIMKFEIDQLSR
NLQNFKKENETLKSDLNNLMELLE
AEKERNNKLSLQFEEDKENSSKEIL
KVLEAVRQEKQKETAKCEQQMAKV
QKLEESLLATEKVISSLEKSRDSDKK
VVADLMNQIQELRTSVCEKTETIDTL
KQELKDINCKYNSALVDREESRVLIK
KQEVDILDLKETLRLRILSEDIERDM
LCEDLAHATEQLNMLTEASKKHSGL
LQSAQEELTKKEALIQELQHKLNQK
KEEVEQKKNEYNFKMRQLEHVMDS
AAEDPQSPKTPPHFQTHLAKLLETQ
EQEIEDGRASKTSLEHLVTKLNEDR
EVKNAEILRMKEQLREMENLRLESQ
QLIEKNWLLQGQLDDIKRQKENSDQ
NHPDNQQLKNEQEESIKERLAKSKI
VEEMLKMKADLEEVQSALYNKEME
CLRMTDEVERTQTLESKAFQEKEQL
RSKLEEMYEERERTSQEMEMLRKQ
VECLAEENGKLVGHQNLHQKIQYVV
RLKKENVRLAEETEKLRAENVFLKE
KKRSES

True False 4.58 1.406 False False False False False


