ELLGLEAGSRRQARSRESNKPRPSE
LSRMSAAQRQQLLEEERTRFQELLA
SPAYRASPLVAIGQTLARQMQLEDG

GQL

UniprotkB Entry name |organism [full name joglcnacscore o.glcnac p'h osphorylation PMIDS sequence intracellular extracellular [cytosol nucleus mitochndrion enc'loplasmlc golgi ¥ extl.‘acellular
1D sites sites reticulum apparatus membrane region
QINSI2 SLX9 HUMAN [Homo Ribosome [26.417971 S39 T34;S203 35254053;40596516  MGKVRGLRARVHQAAVRPKGEAAP ([True False False [4.013 0.375 False 2.168 False False
sapiens biogenesis GPAPPAPEATPPPASAAGKDWAFINT
protein NIFARTKIDPSALVQKLELDVRSVTS
SLX9 VRRGEAGSSARSVPSIRRGAEAKTVL
homolog PKKEKMKLRREQWLQKIEAIKLAEQ
KHREERRRRATVVVGDLHPLRDALP




