UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion enc}oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QINST1 PLPL3_HUMAN [Homo 1-acylglycerol- |19.129548 NaN NaN 34019948 MYDAERGWSLSFAGCGFLGFYHVG |False True 3.526 [3.574 |3.302 4.482 1.471 1.871 3.03

sapiens

3-phosphate O-
acyltransferase
PNPLA3

ATRCLSEHAPHLLRDARMLFGASAG
ALHCVGVLSGIPLEQTLQVLSDLVRK
ARSRNIGIFHPSFNLSKFLRQGLCKC
LPANVHQLISGKIGISLTRVSDGENV
LVSDFRSKDEVVDALVCSCFIPFYSG
LIPPSFRGVRYVDGGVSDNVPFIDAK
TTITVSPFYGEYDICPKVKSTNFLHV
DITKLSLRLCTGNLYLLSRAFVPPDL
KVLGEICLRGYLDAFRFLEEKGICNR
PQPGLKSSSEGMDPEVAMPSWANM
SLDSSPESAALAVRLEGDELLDHLRL
SILPWDESILDTLSPRLATALSEEMK
DKGGYMSKICNLLPIRIMSYVMLPCT
LPVESAIAIVQRLVTWLPDMPDDVL
'WLQWVTSQVFTRVLMCLLPASRSQ
MPVSSQQASPCTPEQDWPCWTPCS
PKGCPAETKAEATPRSILRSSLNFFL
GNKVPAGAEGLSTFPSFSLEKSL




