UniprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma '
ID sites sites reticulum apparatus membrane !
QINTX5 ECHD1_HUMAN [Homo Ethylmalonyl- [22.727211 S205 NaN 34229054;30379171;40596516;409 |MALKQEMAKSLLKTASLSGRTKLLH [True False 4.478 [1.439  |2.255 0.899 0.854 1.349
sapiens |CoA 14422;28510447 QTGLSLYSTSHGFYEEEVKKTLQQF
decarboxylase PGGSIDLQKEDNGIGILTLNNPSRM

NAFSGVMMLQLLEKVIELENWTEG
KGLIVRGAKNTFSSGSDLNAVKSLG
TPEDGMAVCMFMQNTLTRFMRLPL
ISVALVQGWALGGGAEFTTACDFRL
MTPESKIRFVHKEMGIIPSWGGTTR
LVEIIGSRQALKVLSGALKLDSKNAL
NIGMVEEVLQSSDETKSLEEAQEWL
KQFIQGPPEVIRALKKSVCSGRELYL
EEALQNERDLLGTVWGGPANLEAIA
KKGKFNK




