UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular|cytosol nucleus jmitochndrion em?oplasmlc golgi u extr‘acellular
ID sites sites reticulum apparatus membrane [region
QINUD7 |[CT096_HUMAN Homo Uncharacterized |28.275761 NaN NaN 39894887 MAHVLQKPKHSGTHSIVQEFQVPDY [False False 0.656 [2.342 |False False 1.759 False False
sapiens protein 'VPWQQSKQETKPSTLPPVQQANSLH
C200rf96 TSKMKTLTRVQPVFHFKPTTVVTSC

QPKNPRELHRRRKLDPGKMHAKIW
LMKTSLRSGRAALRELRSRENFLSK
LNRELIETIQEMENSTTLHVRALLQ
QQDTLATIIDILEYSNKKRLQQLKSE
LQEWEEKKKCKMSYLEQQAEQLNA
KIEKTQEEVNFLSTYMDHEYSIKSVQ
ISTLMRQLQQVKDSQQDELDDLGE
MRRKVLESLSDKIQKKKKKILSSVVA
ETQRPYEEALLQKMWESQDFLKCM
QRFREIIDQFEENMPVLRAEVEELQ
AQTREPREVIFEDVLLRRPKCTPDM
DVILNIPVEEPLPF




