UniprotkB Entry name organism [full name oglcnacscore o'glcnac p‘h osphorylation PMIDS sequence intracellular (extracellular |cytosol [nucleus mitochndrion enc!oplasrmc golgi plasma extl."acellular
ID sites sites reticulum apparatus membrane [region
QINUT2 MITOS_HUMAN [Homo Mitochondrial [24.880841 T514 NaN 39894887;30379171  MLVHLFRVGIRGGPFPGRLLPPLRF [True False False [4.326 [4.381 0.281 False 4.394 False
sapiens  |potassium QTFSAVRNTWRNGKTGQLHKAEGE
channel ATP- 'YSDGYRSSSLLRAVAHLRSQLWAHL
binding PRAPLAPRWSPSAWCWVGGALLGP
subunit MVLSKHPHLCLVALCEAEEAPPASS

TPHVVGSRFNWKLFWQFLHPHLLV
LGVAVVLALGAALVNVQIPLLLGQLV
EVVAKYTRDHVGSFMTESQNLSTHL
LILYGVQGLLTFGYLVLLSHVGERMA
VDMRRALFSSLLRQDITFFDANKTG
QLVSRLTTDVQEFKSSFKLVISQGLR
SCTQVAGCLVSLSMLSTRLTLLLMV
IATPALMGVGTLMGSGLRKLSRQCQ
EQIARAMGVADEALGNVRTVRAFA
MEQREEERYGAELEACRCRAEELGR
GIALFQGLSNIAFNCMVLGTLFIGGS
LVAGQQLTGGDLMSFLVASQTVQRS
MANLSVLFGQVVRGLSAGARVFEY
MALNPCIPLSGGCCVPKEQLRGSVT
FQNVCFSYPCRPGFEVLKDFTLTLPP
GKIVALVGQSGGGKTTVASLLERFYD
PTAGVVMLDGRDLRTLDPSWLRGQ
VVGFISQEPVLFGTTIMENIRFGKLE
IASDEEVYTAAREANAHEFITSFPEGY
NTVVGERGTTLSGGQKQRLAIARALI
KQPTVLILDEATSALDAESERVVQEA
LDRASAGRTVLVIAHRLSTVRGAHCI
VVMADGRVWEAGTHEELLKKGGLY
IAELIRRQALDAPRTAAPPPKKPEGPR

SHQHKS




