}Jl;l iprotKB Entry name organism [full name |oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma
sites sites reticulum |apparatus membrane
QINVI7 IATD3A_HUMAN |Homo ATPase [28.578333 S168;5474(S321 34229054;30397120;38665916;393 [MSWLFGINKGPKGEGAGPPPPLPPA [True False 2.871 |2.431 [5.0 1.809 1.576 1.25
sapiens |family 95807;40914422;35083852;285104 |QPGAEGGGDRGLGDRPAPKDKWSN

AAA 47 FDPTGLERAAKAARELEHSRYAKDA

domain- LNLAQMQEQTLQLEQQSKLKEYEAA

containing IVEQLKSEQIRAQAEERRKTLSEETR

protein 3A

QHQARAQYQDKLARQRYEDQLKQQ
QLLNEENLRKQEESVQKQEAMRRA
TVEREMELRHKNEMLRVEAEARAR
IAKAERENADIIREQIRLKAAEHRQTV
LESIRTAGTLFGEGFRAFVTDWDKV
TATVAGLTLLAVGVYSAKNATLVAGR
FIEARLGKPSLVRETSRITVLEALRHP
IQVSRRLLSRPQDALEGVVLSPSLEA
RVRDIAIATRNTKKNRSLYRNILMYG
PPGTGKTLFAKKLALHSGMDYAIMT
GGDVAPMGREGVTAMHKLFDWAN
TSRRGLLLFVDEADAFLRKRATEKIS
EDLRATLNAFLYRTGQHSNKFMLVL
IASNQPEQFDWAINDRINEMVHFDL
PGQEERERLVRMYFDKYVLKPATEG
KQRLKLAQFDYGRKCSEVARLTEGM
SGREIAQLAVSWQATAYASEDGVLT
EAMMDTRVQDAVQQHQQKMCWLK
IAEGPGRGDEPSPS




