}Jl;l iprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma eth:acell‘
sites sites reticulum |apparatus membrane [region
QINVS9 PNPO _HUMAN Homo Pyridoxine-|27.136196 NaN T238;S241 34229054;35132862;23301498 MTCWLRGVTATFGRPAEWPGYLSH |None None None |None None None None None None
sapiens 5'- LCGRSAAMDLGPMRKSYRGDREAF
phosphate EETHLTSLDPVKQFAAWFEEAVQCP
oxidase

DIGEANAMCLATCTRDGKPSARMLL
LKGFGKDGFRFFTNFESRKGKELDS
NPFASLVFYWEPLNRQVRVEGPVKK
LPEEEAECYFHSRPKSSQIGAVVSHQ
SSVIPDREYLRKKNEELEQLYQDQE
VPKPKSWGGYVLYPQVMEFWQGQT
NRLHDRIVFRRGLPTGDSPLGPMTH
RGEEDWLYERLAP




