UniprotKB Entry name |organism full loglcnacscore oglcnac phosp ylation sites PMIDS sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extx:ace
ID name sites reticulum |apparatus membrane |region
QI9NVU7  |SDA1_HUMAN Homo Protein [20.226971 NaN $232;5234;5236;T552;S585;5595|37217939;28510447 MSNRNNNKLPSNLPQLQNLIKRDP |None None None [None |None None None None None
sapiens SDA1 PAYIEEFLQQYNHYKSNVEIFKLQPN
homolog KPSKELAELVMFMAQISHCYPEYLS

NFPQEVKDLLSCNHTVLDPDLRMTF
CKALILLRNKNLINPSSLLELFFELF
RCHDKLLRKTLYTHIVTDIKNINAKH
KNNKVNVVLQNFMYTMLRDSNATA
IAKMSLDVMIELYRRNIWNDAKTVN
IVITTACFSKVTKILVAALTFFLGKDED
EKQDSDSESEDDGPTARDLLVQYAT
GKKSSKNKKKLEKAMKVLKKQKKK
KKPEVFNFSAIHLIHDPQDFAEKLLK
QLECCKERFEVKMMLMNLISRLVGI
HELFLFNFYPFLQRFLQPHQREVTKI
LLFAAQASHHLVPPEIIQSLLMTVAN
NFVTDKNSGEVMTVGINAIKEITARC
PLAMTEELLQDLAQYKTHKDKNVM
MSARTLIHLFRTLNPQMLQKKFRGK
PTEASIEARVQEYGELDAKDYIPGAE
VLEVEKEENAENDEDGWESTSLSEE
EDADGEWIDVQHSSDEEQQEISKKL
NSMPMEERKAKAAAISTSRVLTQED
FQKIRMAQMRKELDAAPGKSQKRK
YIEIDSDEEPRGELLSLRDIERLHKKP
KSDKETRLATAMAGKTDRKEFVRKK
TKTNPFSSSTNKEKKKQKNFMMMR
[YSQNVRSKNKRSFREKQLALRDALL

KKRKRMK




