UniprotKB Entry name organism full name |oglcnacscore oglcnac phosphorylation sites PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi ! extl:acellular
ID sites reticulum apparatus membrane region
QINWQ4 |GPT2L_HUMAN Homo G patch  [28.771344 S153 S31;S86;S88;T91;S447;S449 40307207  MDELVHDLASALEQTSEQNKLGEL ([True False 2.573 |4.459 |[False False False False False
sapiens domain- 'WEEMALSPRQQRRQLRKRRGRKRR
containing SDFTHLAEHTCCYSEASESSLDEAT
protein 2- KDCREVAPVTNFSDSDDTMVAKRH
like PALNAIVKSKQHSWHESDSFTENAP

CRPLRRRRKVKRVTSEVAASLQQKL
KVSDWSYERGCRFKSAKKQRLSRW
KENTPWTSSGHGLCESAENRTFLSK
TGRKERMECETDEQKQGSDENMSE
CETSSVCSSSDTGLFTNDEGRQGDD
EQSDWFYEGECVPGFTVPNLLPKW
APDHCSEVERMDSGLDKFSDSTFLL
PSRPAQRGYHTRLNRLPGAAARCLR
KGRRRLVGKETSINTLGTERISHIISD
PRQKEKNKALASDFPHISACAHEFN
PLSPLYSLDVLADASHRRCSPAHCSA
RQANVHWGPPCSRDIKRKRKPVATA
SLSSPSAVHMDAVEPTTPASQAPKS
PSSEWLVRTSAAEKATDATTATFFK

MPQEKSPGYS




