}11;1 iprotkB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular lextracellular cytosol [nucleus mitochndrion em:loplasmlc golgi [plasma extl'"acellular
sites sites reticulum apparatus membrane region
QINX62 IMPA3_HUMAN [Homo Golgi- 17.826004 NaN NaN 38665916 MAPMGIRLSPLGVAVFCLLGLGVLY ([True True 4.436 [4.224 |0.82 2.314 5.0 1.283 1.385
sapiens [resident HLYSGFLAGRFSLFGLGGEPGGGAA

adenosine GPAAAADGGTVDLREMLAVSVLAAV

3',5'- RGGDEVRRVRESNVLHEKSKGKTRE

bisphosphate GAEDKMTSGDVLSNRKMFYLLKTA

3'- FPSVQINTEEHVDAADQEVILWDHK

phosphatase IPEDILKEVTTPKEVPAESVTVWIDPL

DATQEYTEDLRKYVTTMVCVAVNGK
PMLGVIHKPFSEYTAWAMVDGGSN
IVKARSSYNEKTPRIVVSRSHSGMVK
QVALQTFGNQTTIIPAGGAGYKVLAL
LDVPDKSQEKADLYIHVTYIKKWDIC
IAGNAILKALGGHMTTLSGEEISYTGS
DGIEGGLLASIRMNHQALVRKLPDL
EKTGHK




