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UniprotKB Entry name organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi - extl:acellular
ID sites sites reticulum apparatus membrane [region
QINX65 2SC32_HUMAN [Homo Zinc 26.75988 NaN NaN 29485866 | MMAAVKSTEAHPSSNKDPTQGQKS |None None None |None None None None None None
sapiens [finger and ALQGNSPDSEASRQRFRQFCYQEVT

SCAN GPHEAFSKLWELCCQWLRPKTHSK

domain- EEILELLVLEQFLTILPEEIQTWVREQ

containing HPENGEEAVALVEDVQRAPGQQVL

protein 32 DSEKDLKVLMKEMAPLGATRESLRS

QWKQEVQPEEPTFKGSQSSHQRPG
EQSEAWLAPQAPRNLPQNTGLHDQ
ETGAVVWTAGSQGPAMRDNRAVSL
CQQEWMCPGPAQRALYRGATQRKD
SHVSLATGVPWGYEETKTLLAILSSS
QFYGKLQTCQQNSQIYRAMAEGLW
EQGFLRTPEQCRTKFKSLQLSYRKV
RRGRVPEPCIFYEEMNALSGSWASA
PPMASDAVPGQEGSDIEAGELNHQ
NGEPTEVEDGTVDGADRDEKDFRN
PGQEVRKLDLPVLFPNRLGFEFKNEI
KKENLKWDDSEEVEINKALQRKSRG
VYWHSELQKGLESEPTSRRQCRNSP
GESEEKTPSQEKMSHQSFCARDKA
CTHILCGKNCSQSVHSPHKPALKLE
KVSQCPECGKTFSRSSYLVRHQRIH
TGEKPHKCSECGKGFSERSNLTAHL
RTHTGERPYQCGQCGKSFNQSSSLI
VHQRTHTGEKPYQCIVCGKRFNNSS
QFSAHRRIHTGESPYKCAVCGKIFN
NSSHFSAHRKTHTGEKPYRCSHCER
GFTKNSALTRHQTVHMKAVLSSQE
GRDAL




