}Jl;l iprotKB Entry name |organism (full name oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extt:acel
sites sites reticulum |apparatus membrane region
QINXA8 SIR5_HUMAN Homo NAD- 23.734222 'T69 NaN 40596516;39894887;38253038 MRPLQIVPSRLISQLYCGLKPPASTR (True False 5.0 5.0 5.0 False False False False
sapiens |dependent NQICLKMARPSSSMADFRKFFAKAK

protein HIVIISGAGVSAESGVPTFRGAGGYW

deacylase RKWQAQDLATPLAFAHNPSRVWEF

sirtuin-5, IYHYRREVMGSKEPNAGHRAIAECET

mitochondrial

RLGKQGRRVVVITQNIDELHRKAGT
KNLLEIHGSLFKTRCTSCGVVAENY
KSPICPALSGKGAPEPGTQDASIPVE
KLPRCEEAGCGGLLRPHVVWFGEN
LDPAILEEVDRELAHCDLCLVVGTSS
IVVYPAAMFAPQVAARGVPVAEFNTE
TTPATNRFRFHFQGPCGTTLPEALA
CHENETVS




