
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q9NXC5 MIO_HUMAN Homo
sapiens

GATOR
complex
protein
MIOS

22.636511 NaN S759;S766 34725712 MSGTKPDILWAPHHVDRFVVCDSEL
SLYHVESTVNSELKAGSLRLSEDSAA
TLLSINSDTPYMKCVAWYLNYDPEC
LLAVGQANGRVVLTSLGQDHNSKFK
DLIGKEFVPKHARQCNTLAWNPLDS
NWLAAGLDKHRADFSVLIWDICSKY
TPDIVPMEKVKLSAGETETTLLVTKP
LYELGQNDACLSLCWLPRDQKLLLA
GMHRNLAIFDLRNTSQKMFVNTKA
VQGVTVDPYFHDRVASFYEGQVAIW
DLRKFEKPVLTLTEQPKPLTKVAWC
PTRTGLLATLTRDSNIIRLYDMQHTP
TPIGDETEPTIIERSVQPCDNYIASFA
WHPTSQNRMIVVTPNRTMSDFTVF
ERISLAWSPITSLMWACGRHLYECT
EEENDNSLEKDIATKMRLRALSRYG
LDTEQVWRNHILAGNEDPQLKSLW
YTLHFMKQYTEDMDQKSPGNKGSL
VYAGIKSIVKSSLGMVESSRHNWSG
LDKQSDIQNLNEERILALQLCGWIK
KGTDVDVGPFLNSLVQEGEWERAA
AVALFNLDIRRAIQILNEGASSEKGD
LNLNVVAMALSGYTDEKNSLWREM
CSTLRLQLNNPYLCVMFAFLTSETG
SYDGVLYENKVAVRDRVAFACKFLS
DTQLNRYIEKLTNEMKEAGNLEGIL
LTGLTKDGVDLMESYVDRTGDVQTA
SYCMLQGSPLDVLKDERVQYWIENY
RNLLDAWRFWHKRAEFDIHRSKLD
PSSKPLAQVFVSCNFCGKSISYSCSA
VPHQGRGFSQYGVSGSPTKSKVTSC
PGCRKPLPRCALCLINMGTPVSSCP
GGTKSDEKVDLSKDKKLAQFNNWF
TWCHNCRHGGHAGHMLSWFRDHA
ECPVSACTCKCMQLDTTGNLVPAET
VQP

True False 4.674 4.615 1.265 1.052 1.189 1.024 0.771


