UniprotKB Entry name organism |full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
QINXV2 KCTD5_HUMAN Homo BTB/POZ (37.364998 NaN S10 28411811;40914422 MAENHCELLSPARGGIGAGLGGGLC (True False 5.0 5.0 1.068 0.724 0.746 1.026 1.322
sapiens domain- RRCSAGLGALAQRPGSVSKWVRLNV
containing GGTYFLTTRQTLCRDPKSFLYRLCQA
protein DPDLDSDKDETGAYLIDRDPTYFGPV
KCTD5 LNYLRHGKLVINKDLAEEGVLEEAE

FYNITSLIKLVKDKIRERDSKTSQVPV
KHVYRVLQCQEEELTQMVSTMSDG

IWKFEQLVSIGSSYNYGNEDQAEFLC
IVVSKELHNTPYGTASEPSEKAKILQE

RGSRM




