UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion enc.loplasmlc golgi [plasma extx:acellular
1D name sites sites reticulum apparatus membrane region
QINY37 IASIC5_ HUMAN |Homo lAcid- |27.680767 NaN NaN 20305658 MEQTEKSKVYAENGLLEKIKLCLSK [None None None [None None None None None None
sapiens  [sensing KPLPSPTERKKFDHDFAISTSFHGIH
ion NIVQNRSKIRRVLWLVVVLGSVSLVT
channel IWQIYIRLLNYFTWPTTTSIEVQYVEK
5 MEFPAVTFCNLNRFQTDAVAKFGVI

FFLWHIVSKVLHLQEITANSTGSREA
TDFAASHQNFSIVEFIRNKGFYLNN
STLLDCEFFGKPCSPKDFAHVFTEY
GNCFTFNHGETLQAKRKVSVSGRGL
SLLFNVNQEAFTDNPALGFVDAGIIF
IVIHSPKKVPQFDGLGLLSPVGMHAR
IVTIRQVKTVHQEYPWGECNPNIKLQ
NFSSYSTSGCLKECKAQHIKKQCGC
VPFLLPGYGIECDLQKYFSCVSPVLD
HIEFKDLCTVGTHNSSCPVSCEEIEY
PATISYSSFPSQKALKYLSKKLNQSR
KYIRENLVKIEINYSDLNYKITQQQK
IAVSVSELLADLGGQLGLFCGASLITII
EIIEYLFTNFYWICIFFLLKISEMTQW
TPPPQNHLGNKNRIEEC




