UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol [nucleus jmitochndrion enc.loplasmlc golgi extl:acellular
ID sites sites reticulum apparatus membrane region
QINY99 SNTG2_HUMAN [Homo Gamma-2- [27.979371 S77 NaN 38253038;29351928 MGTEGPPPPAASRGRQGCLLVPART |True True 2.128 [4.208 |0.958 1.291 1.504 5.0 0.911
sapiens syntrophin (QINY99- KTTIALLYDEESENAYDIRLKLTKEVL
2);S87 TIQKQDVVCVGGSHQGRNRRTVTLR

RQPVGGLGLSIKGGSEHNVPVVISKI
FEDQAADQTGMLFVGDAVLQVNGI
HVENATHEEVVHLLRNAGDEVTITV
EYLREAPAFLKLPLGSPGPSSDHSSG
ASSPLFDSGLHLNGNSSTTAPSSPSS
PIAKDPRYEKRWLDTLSVPLSMARIS
RYKAGTEKLRWNAFEVLALDGVSSG
ILRFYTAQDGTDWLRAVSANIRELTL
QNMKMANKCCSPSDQVVHMGWV
NEKLQGADSSQTFRPKFLALKGPSF
YVFSTPPVSTFDWVRAERTYHLCEV
LFKVHKFWLTEDCWLQANLYLGLQ
DFDFEDQRPYCFSIVAGHGKSHVFN
VELGSELAMWEKSFQRATFMEVQR
TGSRTYMCSWQGEMLCFTVDFALG
FTCFESKTKNVLWRFKFSQLKGSSD
DGKTRVKLLFQNLDTKQIETKELEF
QDLRAVLHCIHSFIAAKVASVDPGF
MDSQSLARKYMYSS




