UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus jmitochndrion ent!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QINYB5 SO1C1 HUMAN |Homo Solute 22.903221 S165 NaN 38253038 MDTSSKENIQLFCKTSVQPVGRPSF |[None None None |None None None None None None
sapiens carrier KTEYPSSEEKQPCCGELKVFLCALSF

organic 'VYFAKALAEGYLKSTITQIERRFDIPS

anion SLVGVIDGSFEIGNLLVITFVSYFGAK

transporter LHRPKIIGAGCVIMGVGTLLIAMPQF

family FMEQYKYERYSPSSNSTLSISPCLLE

member SSSQLPVSVMEKSKSKISNECEVDT

1C1 SSSMWIYVFLGNLLRGIGETPIQPLG

IAYLDDFASEDNAAFYIGCVQTVAIIG
PIFGFLLGSLCAKLYVDIGFVNLDHIT
ITPKDPQWVGAWWLGYLIAGIISLLA
AVPFWYLPKSLPRSQSREDSNSSSE
KSKFIIDDHTDYQTPQGENAKIMEM
ARDFLPSLKNLFGNPVYFLYLCTSTV
QFNSLFGMVTYKPKYIEQQYGQSSS
RANFVIGLINIPAVALGIFSGGIVMKK
FRISVCGAAKLYLGSSVFGYLLFLSL
FALGCENSDVAGLTVSYQGTKPVSY
HERALFSDCNSRCKCSETKWEPMC
GENGITYVSACLAGCQTSNRSGKNII
FYNCTCVGIAASKSGNSSGIVGRCQK
DNGCPQMFLYFLVISVITSYTLSLGGI
PGYILLLRCIKPQLKSFALGIYTLAIRV
LAGIPAPVYFGVLIDTSCLKWGFKRC
GSRGSCRLYDSNVFRHIYLGLTVILG
TVSILLSIAVLFILKKNYVSKHRSFITK
RERTMVSTRFQKENYTTSDHLLQPN
YWPGKETQL




