}Jl;l iprotKB Entry name |organism full oglcnacscore oglcnac phosphorylation |,y yyyg sequence intracellular |extracellular |cytosol [nucleus mitochndrion endoplasmic golgi plasma extre
name sites  [sites reticulum  |apparatus membrane [regic
QINYL4 FKB11 HUMAN [Homo Peptidyl- [19.721426 NaN NaN 34019948;37217939;28510447;226 MTLRPSLLPLHLLLLLLLSAAVCRAE [None None None [None None None None None None
sapiens |prolyl cis- 61428 IAGLETESPVRTLQVETLVEPPEPCAE
trans PAAFGDTLHIHYTGSLVDGRIIDTSLT
isomerase RDPLVIELGQKQVIPGLEQSLLDMCV
FKBP11 GEKRRAIIPSHLAYGKRGFPPSVPAD
IAVVQYDVELIALIRANYWLKLVKGIL
PLVGMAMVPALLGLIGYHLYRKANR
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