UniprotkB Entry name |organism [full name [oglcnacscore o_glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi [plasma extr'acellular
ID sites sites reticulum apparatus membrane region
QINZK5 IADA2 HUMAN [Homo IAdenosine [26.250033 T65 NaN 30620550 MLVDGPSERPALCFLLLAVAMSFFG [None None None |None None None None None None

sapiens deaminase SALSIDETRAHLLLKEKMMRLGGRL

2

VLNTKEELANERLMTLKIAEMKEAM
RTLIFPPSMHFFQAKHLIERSQVFNI
LRMMPKGAALHLHDIGIVTMDWLV
RNVTYRPHCHICFTPRGIMQFRFAH
PTPRPSEKCSKWILLEDYRKRVQNV
TEFDDSLLRNFTLVTQHPEVIYTNQ
NVVWSKFETIFFTISGLIHYAPVFRD
YVFRSMQEFYEDNVLYMEIRARLLP
VYELSGEHHDEEWSVKTYQEVAQK
FVETHPEFIGIKITYSDHRSKDVAVIA
ESIRMAMGLRIKFPTVVAGFDLVGH
EDTGHSLHDYKEALMIPAKDGVKLP
YFFHAGETDWQGTSIDRNILDALML
NTTRIGHGFALSKHPAVRTYSWKKD
IPIEVCPISNQVLKLVSDLRNHPVATL
MATGHPMVISSDDPAMFGAKGLSY
DFYEVFMGIGGMKADLRTLKQLAM
NSIKYSTLLESEKNTFMEIWKKRWD
KFIADVATK




