UniprotKB Entry name |organism [full name oglcnacscore °9 lenac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol [nucleus mitochndrion ent?oplasmlc golgi plasma extl.‘acellular
ID sites sites reticulum apparatus membrane [region
QINZP8 C1RL_HUMAN Homo Complement [28.275761 NaN NaN 39894887 MPGPRVWGKYLWRSPHSKGCPGA |False False 2.237 |1.123  |0.902 1.295 0.944 1.646 4.354
sapiens Clr MWWLLLWGVLQACPTRGSVLLAQE
subcomponent- LPQQLTSPGYPEPYGKGQESSTDIKA

like protein

PEGFAVRLVFQDFDLEPSQDCAGDS
IVTISFVGSDPSQFCGQQGSPLGRPP
GQREFVSSGRSLRLTFRTQPSSENK
TAHLHKGFLALYQTVAVNYSQPISEA
SRGSEAINAPGDNPAKVQNHCQEPY
'YQAAAAGALTCATPGTWKDRQDGEE
VLQCMPVCGRPVTPIAQNQTTLGSS
RAKLGNFPWQAFTSIHGRGGGALLG
DRWILTAAHTIYPKDSVSLRKNQSV
NVFLGHTAIDEMLKLGNHPVHRVV
VHPDYRQNESHNFSGDIALLELQHS
IPLGPNVLPVCLPDNETLYRSGLLGY
VSGFGMEMGWLTTELKYSRLPVAPR
EACNAWLQKRQRPEVFSDNMFCVG
DETQRHSVCQGDSGSVYVVWDNHA
HHWVATGIVSWGIGCGEGYDFYTKV
LSYVDWIKGVMNGKN




