}Jl;l iprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma 2
sites sites reticulum |apparatus membrane re
Q9P035 HACD3_HUMAN [Homo \Very-long- [10.728233 NaN T7;S114;S135 35083852;34019948;34725712;321 [MENQVLTPHVYWAQRHRELYLRVE ([True False 2.401 |4.403 [1.824 4.299 0.879 2.204 1.
sapiens |chain 19511;37217939;38665916 LSDVQNPAISITENVLHFKAQGHGA
(3R)-3- KGDNVYEFHLEFLDLVKPEPVYKLT
hydroxyacyl- QRQVNITVQKKVSQWWERLTKQEK
CoA RPLFLAPDFDRWLDESDAEMELRAK
dehydratase EEERLNKLRLESEGSPETLTNLRKG
3 IYLFMYNLVQFLGFSWIFVNLTVRFCI

LGKESFYDTFHTVADMMYFCQMLA
\VVETINAAIGVTTSPVLPSLIQLLGRN
FILFIIFGTMEEMQNKAVVFFVFYLW
SAIEIFRYSFYMLTCIDMDWKVLTWL
RYTLWIPLYPLGCLAEAVSVIQSIPIF
NETGRFSFTLPYPVKIKVRFSFFLQIY
LIMIFLGLYINFRHLYKQRRRRYGQK
KKKIH




