UniprotKB Entry name organism full name oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
QIPOWS SPAT7_HUMAN [Homo Spermatogenesis-|28.275761 NaN NaN 39894887  MDGSRRVRATSVLPRYGPPCLFKGH |True False 4.518 (4.636 |4.548 0.783 0.752 1.049 0.735
sapiens |associated LSTKSNAFCTDSSSLRLSTLQLVKN
protein 7 HMAVHYNKILSAKAAVDCSVPVSVS

TSIKYADQQRREKLKKELAQCEKEF
KLTKTAMRANYKNNSKSLFNTLQKP
SGEPQIEDDMLKEEMNGFSSFARSL
VPSSERLHLSLHKSSKVITNGPEKNS
SSSPSSVDYAASGPRKLSSGALYGRR
PRSTFPNSHRFQLVISKAPSGDLLDK
HSELFSNKQLPFTPRTLKTEAKSFLS
QYRYYTPAKRKKDFTDQRIEAETQTE
LSFKSELGTAETKNMTDSEMNIKQA
SNCVTYDAKEKIAPLPLEGHDSTWD
EIKDDALQHSSPRAMCQYSLKPPST
RKIYSDEEELLYLSFIEDVTDEILKLG
LFSNRFLERLFERHIKQNKHLEEEK
MRHLLHVLKVDLGCTSEENSVKQN
DVDMLNVFDFEKAGNSEPNELKNE
SEVTIQQERQQYQKALDMLLSAPKD
ENEIFPSPTEFFMPIYKSKHSEGVIIQ
QVNDETNLETSTLDENHPSISDSLT
DRETSVNVIEGDSDPEKVEISNGLCG
LNTSPSQSVQFSSVKGDNNHDMEL
STLKIMEMSIEDCPLDV




